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SEIO'FNCE listing 



( 1 ) GENERAL I N FORMAT I ON : 

( i ) AP PL I CAN'T: Li : . . ; , Nicholas 
j-ju r , Am i Lab h 
r:>nlon, P r jul . 
Ste ir.man, Lawrence 



(ii) TITLE -OF INVENTION: METHPDS FOR TREATMENT OF MULTIPLE 

SCLEROS 1 3 US IN:, REPTILE ANALOGUES OF HUMAN MYELIN BASIC 
PR D I E, IN 

(ill) NUMBER OF SEQUENCES: 3 

(iv) CORRESPONDENCE ADDRESS: 

(A) AO ORES SEE : Seed Intellectual Property Law Group PLLC 

(EC STREET: 701 Fifth Avenue, Surte 63C0 

(C) CITY: Seattle 

( D) STATE: Was hi not en 

(E) COUNTRY: USA 

(F) ZIP: 48104-'? I?2 

(v) COMPUTE?. PLEADABLE FORM: 

(A) M:i 01 UM TYPE : Flcppy dis< 
Or) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC- COS /MS- DOS 

( D) SOFTWARE: Patent In Release #1.0, Version ft 1 . 30 

•vi; CURRENT A? PL I CATKIN LATA: 

(A; APPLICATION NUMBER: 10/015,540 
( B ; FT LING LATE: 11 -LEG- 2001 

(vi i : ) ATTORNEY/AGENT : NFORMATICN : 



2 



(B) 



.OCATIDN: i 



)10 



(x:) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

GCG TCA CAG AA 3 AG A 02 7 FCC CAG AGG J A 2 2GA 2 2C AAG 'I AC CTo Ci» *i ti 

A La Ser 21r. Lys Arq Pro 3e r Gin Ar 5 His 271 y Ser Lys Tyr I.cj A L a 

i i : d : 5 

AG A GGA AGT AGG ATG 2A2 ZAT GC 2 AGG 2AT 2GC TTC GTG CCA AGG GAG 9 6 

Thr Ala Ser Tn: Me: Asp His Ala Arg Hi s G 1 y ?r.e Leu Pre Are Hi 5 

2 j 2 5 3 J 

AGA GAG AGG GGG ATG GTT GAG TC 2 ATG GGG :GG TTC TTT GGC GGT GAC 14 4 

Arg Asp Tr.r Gly He Le j Asp Ser lie Gly Arg Pre ?he Gly Gly Asp 

3 5 4 J 4 5 

AGG GGT GGG GGA AAG GGG GGG TCT GGG AAi; GAG TGA GAG GAC CGG GGA 192 

Arg Gly Ala Pre Lys Arg Gly Ger Gly Lys Asp Ser His His Pre Ala 

5 C 5 5 6 0 

AGA AGT GGT CAG TAT GGG TCC CTG GCG CAG AAG TGA GAC GGC CGG ACC 24 0 

Arg Tnr Ala His Tyr Gly Ger Lei Pre Gin Lys Ser His Gly Arg Thr 



o J 



7 j 



CAA GAP eAA AhC CGG e FA elC CAG 'I FC FTC AAo AAG ATT uTu Ace GCF 2 88 

Glr Asp Gla A 3:1 Pro Va 1 7a 1 His ?ne Phe Lys Asn lie 7a.L Tnr Pre 

3 5 9 3 9 5 

GGG AGA CCA CCC GCG'. TCG CAG GGA AAG GGG AGA GGA CTG TCC CTG AGG 33 G 

Arq Thr Pro Pro Pro Ser Gin Gly Lys Gly Arg Gly Lee Ser Leu Ser 

130 ' 105 ' ' 11 j 

aga ttt agg tgg ggg ggc gaa ggc cag aga cca gg/7 ttt ggg 1'ag gga 33 4 

Arg Pre Ser Trp Gly Ala Glu Gly Glr Arg Pro Gly Phe Gly Tyr Gly 

lie, - n n f - o r., 



[Li) X j L E C r J L -l T Y PL: protein 

(xi: sequence pescriptio::: seo :l nc : 2 : 



uys Ar 3 r'ro ser L-ir. Arq mis o^y ber 
: o 1 j 



Thr Ala Ser Thr Met Asp His Ala Arg His Giy Phe Lea Pro Arg His 



2:i 



2 5 



3 0 



Arg Asp Thr 31 y He Leu Asp Ser lie Giy Arq Phe Phe Gly Gly Asp 



35 



4 0 



4 :> 



Arg Gly Ala Pro Lys Arg Gly Ser Gly Lys Asp Ser His His Pro Ala 



50 



5 5 



60 



Arg Thr Ala Hi.- Tyr Giy Ser Leu Pro Glr. Lys Ser His Gly Arg 
65 7 0 " 7 : 



8 0 



Gin Asp Slu Asr. Pro Val Val His Phe Phe Lys Asn 

85 9: 



Val Thr 



Krq Thr Pro Pro Pro Ser Gin Gly Lys Giy Arc Gly Leu Ser Leu 
10: 105 110 



Ser 



Arg roue oer i ri; biv A^a Gru G.^y ^ _l n Arg 
115 12 0 



>ro Gly PI 



Giy Arg Ala Ser Asp Tyr Lys Ser Ala His Lys Giy 
130 13b 140 



125 

Phe Lys Gly 



Asp Ala Gin Gly Thr Leu Ser Lys Tie Phe Lys Leu Gly 
145 150 155 



Arq 



160 



Ser Arg Ser Gly Ser Pro Met; Ala Arg Arg 



